In the title compound, C 7 H 11 Cl 2 NO, the piperidine ring shows a chair conformation and the bond-angle sum at the N atom is 359.9
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S1. Comment
The title compound is an intermediate in the synthesis of 2,2-dimethoxy-1-(pyridin-2-yl)ethanone and has been synthesized from 2,2-dichloro-1-(piperidin-1-yl)butane-1,3-dione (Schwierz et al., 2015) following a modified procedure (Schank, 1967) . As it is expected the piperidine ring shows a chair conformation and the amide substructure is planar. The hydrogen atom of the dichloromethyl group is in an eclipsed conformation with respect to the carbonyl group. In the crystal structure, dimeric aggregates are formed by hydrogen bonds of the C-H···O type between the dichloromethyl group and the carbonyl oxygen atom. In addition, these dimers are linked into a ladder-like structure parallel to the ac plane by oxygen chlorine contacts.
S2. Experimental
22 ml methanol was cooled down to -6°C and then 1.93 g (84 mmol) sodium was slowly added in a way that the temperature is maintained. Afterwards 20.0 g (84 mmol) 2,2-dichloro-1-(piperidin-1-yl)butane-1,3-dione in 10 ml methanol was dropwise added to the solution of NaOMe. The resulting solution was stirred for 30 minutes and then neutralized with aqueous HCl at -10°C. After evaporating the mixture to dryness the amorphous material was collected on filter paper in a Büchner funnel and washed with water (yield: 13.6 g, 83%). The product has to be destilled in vacuo (0.2 mbar) and condensed into a Schlenk tube cooled by liquid nitrogen to obtain colourless prisms for X-ray diffraction.
S3. Refinement
The positions of all hydrogen atoms have been determined from a Fourier map and all hydrogen atoms were refined without any constraints.
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Figure 1
Molecular structure of the title compound with displacement ellipsoids drawn at the 50% probability level. 
